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SEQUENCE LISTING 

<110> Barbier, Ann Johanna 
Wilson, Sandy J, 
Mazur, Curt 

<120> Assay for Determining the Activity of Fatty Acid Amide Hydrolase 
<130> PRI0002 
<160> 8 

<170> Patentin version 3.1 

<210> 1 

<211> 2300 

<212> DNA . ■ 

<213> Sus scrofa .. • 

<400> 1 . . , 

cggtcctcgg tgggagatca tggtgcagga agaactgtgg gctgcgttct ccggcccctc 60 

cggggttgcc ctggcctgct gcttggtggc agcggccttg • gccctgcgtt ggtccagtcg 120 

ccggatggcg cggggcgcgg cggcccgggc gcgacagagg cagCa^agcgg occtgga^ac ' fso 

catggacaag gcggcgcagc gcttccggct ccagaacccc gatctggact cggagatgct 240 

gctggccctg ccactgcctc agctggtaca gaaggtacga agtggggagc tgtctccaga 300 

ggctgtgctc ttttcctacc tgcaaaaggc ctgggaagtg aacagaggga ccaactgcg£ 360 

gaccacctac ctggcagact gtgaggctca gctgtgccag gcgcccgggc agggcctgct 420 

ctacggtgtc cccgtcagcc tcaaggagtg cttcagctgc aagggccatg actccacgct '480 

gggcttgagc cggaaccagg ggacaccagc agaatgtgac tgcgtggtgg tgcaggtgct -540 

gaaactgcag ggtgctgtgc ctttcgtgca caccaacgtc ccccagtcca tgttcagcta 600 

tgactgcagt aaccccctct ttggccagac cacgaaccca tggatgtcgt ccaagagccc 660 

gggcggctcc tcgggaggtg agggggccct cattgctgct ggaggctccc cactgggctt 720 

aggcaccgac atcgggggca gcatccgctt tccctccgcc ttctgtggca tctgcggcat 780 

caaacccacg gggaaccgca tcagcaagag tggtctgaag ggctctgtct atggacaggt 840 

agcagtgcag ctctcagtgg gccccatggc gcgggacgtg gagagcctgg ccctgtgcct 900 

gcgtgcgctg ctgtgcgaag acatgttccg cctggacccc acggtgcctc ccctgccctt 960 

caacgaggag gtctacgcaa gctctcggcc cctgcgtgtc gggtattatg agaccgacaa 1020 

ctacaccatg cccacgccgg ccatgaggcg ggccctgctg gagaccaagc ggagccttga 1080 

ggctgcgggc cacacgctga ttcccttcct gccggccaac ataccccacg ctctggaggc 1140 

cctgtcaacg ggcgggctct tcagtgatgg tgggaagagg ttgctacaga acttcgaagg 1200 

cgattacgtg gactcctgct taggggacct gatctcaatt ctgaggctgc ccaaatggct 1260 

taaaggactg ctggctttca tgctgaggcc tctgctccca aggttggcag gctttctcag 1320 

cagcctgagg cctcggtcgg ctggaaagct ctgggaactg cagcacgaga ttgagatgta 1380 

ccgtcactcc gtgattgccc agtggcgagc gctggacctg gatgtggtgc taacccccat 1440 

gctgagccct gccctagact tgaatgcccc aggcaaggcc acaggggccg tcagctacac 1500 

gctgctctac aactgcctgg acttccccgc gggggtggtg cctgtcacca cggtgactgc 1560 
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cgaggacgag 
ggtgcagaag 
gccctggcag 
tgggcggcag 
tccgcgccca 
cagaggcttc 
accttgctct 
tatgacatgg 
gcagtcgttg 
atgtccgtct 
ttctccgagt 
tttgcgaggc 
cattaaatcc 



gcccagatgg 
gccatgaaga- 
gaggagctgt 
ccctcctgac 
gcggagtcag 
ccggtctctc 
tcccgtggtc 
caaaggcccc 
ttagggc^gt 
cgtgctgcag 
gggccttgca 
attgtcttct 
•tttgai^ccc 



agcattacaa 
ggagcgtggg 
gtttgcggtt 
cgctgcccgc 
gacacaactg 
cccctcgccc 
cctgctctgc 
ccaaccgtca 

gggggttgga 

aagcttctct 
gCccaggact 
ctcc.£gccct 



gggctacttt 
gctgcctgtg 
catgcgggag 
ccggcccccc 
ccaccgtgca 
ctgccagaag 
cctgaccccg 
aaaaccggtt 
gacctgacct 
ggtcctcgtc 
tcaccccgcc 
ctgctgaggg 



ggggacattt 
gccgtgcagt 
gtggagcgac 
aggacctgag 
agaaaatgtt 
cccagaacca 
ccaatgtggc 
cctggtctcb 
tctggaaccc 
actcacgggc 
gcccccagcc 
tgccctttct 



gggacaaggt 
gtgtggctct 
tgatggctcc 
acccactgga 
caacctcagg 
ctgagtctgg 
agctagtggg 
atactttctg 
gactccagQc 
agacaccggc 
taagccctac 
gctcctctap 



1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
. 2100 
2160 
2220 
2280 
2300 



<210> 2 . . 

<211> 579 ■ 

<212> PRT - • 

<213> Sus scrofa 

<400> 2 • . 

Met Val Gin Glu Glu Leu Trp AXa Ala Phe Ser Gly Pro Ser Gly Val 
1 5 10 15 



Ala Leu Ala Cys Cys Leu Val Ala Ala Ala Leu Ala Leu Arg Trp Ser 
20 25 30 



Ser Arg Arg Met Ala Arg Gly Ala Ala Ala Arg Ala Arg Gin Arg Gin 
35 40 45 



Gin Ala Ala Leu Glu Thr Met Asp Lys Ala Ala Gin Arg Phe Arg Leu 
50 55 60 



Gin Asn Pro Asp Leu Asp Ser Glu Met Leu Leu Ala Leu Pro Leu Pro 
65 70 75 80 

Gin Leu Val Gin Lys Val Arg Ser Gly Glu Leu Ser Pro Glu Ala Val 
' 85 90 95 



Leu Phe Ser Tyr Leu Gin Lys Ala Trp Glu Val Asn Arg Gly Thr Asn 
100 ' 105 110 

Cys Val Thr Thr Tyr Leu Ala Asp Cys Glu Ala Gin Leu Cys Gin Ala 
115 120 125 



Pro Gly Gin Gly Leu Leu Tyr. Gly Val Pro Val Ser Leu Lys Glu Cys 
130 135 140 
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Phe Ser Cys Lys .Gly His Asp Ser Thr Leu Gly Leu Ser Arg Asn Gin 
145 • " 150 155 160 

Gly Thr Pro Ala Glu Cys Asp Cys Val Val Val Gin Val Leu Lys Leu 
165 170 175 

Gin Gly Ala Val Pro Phe Val His Thr Asn Val Pro Gin Ser Met Phe 
180 185 190 

Ser Tyr Asp Cys Ser Asn Pro Leu Phe Gly Gin Thr Thr Asn Pro Trp 
195 200 205 

Met Ser Ser Lys* Ser Pro Gly Gly Ser ^er Gly Gly Glu Gly Ala Leu •* 
210 215 220 * . , * 

lie Ala Ala Gly Gly Ser* Pro Leu Gly Leu Gly Thr Asp lie Gly Gly 
225 • . " 230 • 235 ; 240 

Ser lie Arg Phe Piro Ser Ala Phe Cys Gly lie Cys Gly He Lys Pro 

.245 250 ^*255 ' . " 

0 . 

Thr Gly Asn Arg He Ser .Lys Ser Gly Leu Lys Gly Ser Val Tyr Gly 

.260 ' ' 265 - 270 . - . • , ^ ' 

Gin Val Ala Val Gin Leu Ser Val Gly Pro Met Ala Arg Asp Val GlU ' 

275 280 • - • 285 • * . . 

Ser Leu Ala Leu Cys Leu Arg Ala Leu Leu Cys Glu Asp Met Phe Arg 
290 295 300 

Leu Asp Pro Thr Val Pro Pro Leu Pro Phe Asn Glu Glu Val Tyr Ala 
305 310 315 320 

Ser Ser Arg Pro Leu Arg Val Gly Tyr Tyr Glu Thr Asp Asn Tyr Thr 
325 330 335 

Met Pro Thr Pro Ala Met Arg Arg Ala Leu Leu Glu Thr Lys Arg Ser 
340 345 350 

Leu Glu Ala Ala Gly His Thr Leu He Pro Phe Leu Pro Ala Asn He 
355 360 365 

Pro His Ala' Leu Glu Ala Leu Ser Thr Gly Gly Leu Phe Ser Asp Gly 
370 375 380 

Gly Lys Arg Leu Leu Gin Asn Phe Glu Gly Asp Tyr Val Asp Ser Cys 
385 390 395 400 

Leu Gly Asp Leu He Ser He Leu Arg Leu Pro Lys Trp Leu Lys Gly 
405 410 415 

Leu Leu Ala Phe Met Leu Arg Pro Leu Leu Pro Arg Leu Ala Gly Phe 
420 425 430 
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Leu Ser Ser Leu" Arg Pro Arg Ser Ala Gly Lys Leu Trp Glu Leu Gin 
435 440 445 



His Glu He Glu Met Tyr Arg His Ser Val He Ala Gin Trp Arg Ala 
450 455 460 



Leu Asp Leu Asp Val Val Leu Thr Pro Met Leu Ser Pro Ala Leu Asp 
465 : 470 475 480 



Leu Asn Ala Pro Gly. Lys Ala Thr Gly Ala Val Ser Tyr Thr Leu Leu 
485 490 495 



Tyr Asn Cys Leu Asp Phe Pro Ala Gly Val Val Pro Val Thr Thr Val 
500' 505 510 



Thr Ala Glu Asp Glu Ala Gin Met Glu His Tyr Lys Gly Tyr Phe Gly 
515 520 525 

Asp He Trp Asp Lys Val Val Gin Lys Ala Met Lys Arg Sef Val Gly 
530 535 540 

Leu Pro Val Ala Val Glh Cys Val Ala Leu Pro Trp Gin Glu Glu Leu 
545 . 550 - 555 560 



Cys Leu Arg Phe Met Arg Glu Val Glu Arg Leu Met Ala Pro Gly Arg 
565 570 575 



Gin Pro Ser 



<210> 3 

<211> 1740 

<212> DNA 

<213> Mouse 

<400> 3 

atggtgctga gcgaagtgtg gaccgcgctg tctggactct ccggggtttg cctagcctgc 
agcttgctgt cggcggcggt ggtcctgcga tggaccagga gccagaccgc ccggggcgcg 
gtgaccaggg cgcggcagaa gcagcgagcc ggcctggaga ccatggacaa ggcggtgcag 
cgcttccggc tgcagaatcc tgacctggat tcagaggcct tgctggctct gcccctgctc 
caactggtac agaagttaca gagtggggaa ctgtccccag aagctgtgct ctttacctac 
ctgggaaagg cctgggaagt gaacaaaggg accaactgtg tgacctccta tctgactgac 
tgtgagactc agctgtccca ggccccacgg cagggcctgc tctatggcgt ccccgtgagc 
ctcaaggaat gcttcagcta caagggccat gcttccacac tgggcttaag tttgaacgag 
ggtgtgacat cggagagtga ctgtgtggtg gtgcaggtac tgaagctgca gggagctgtg 
ccctttgtgc acaccaacgt cccccagtcc atgctaagct atgactgcag taaccccctc 
tttggccaga ccatgaaccc gtggaagccc tccaagagtc caggaggttc ctcagggggt 
gagggggctc tcattggatc tggaggctcc cctctgggtt taggcactga catcggcggc 
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agcatccggt tcccttctgc cttctgtggc atctgtggcc tcaagcctac tgggaaccgc 780 

ctcagcaaga gtggcctgaa gagctgtgtt tatggacaga cagcagtgca gctttctgtt 840 

ggccccatgg cacgggatgt ggatagcctg gcattgtgca tgaaagccct actttgtgag 900 

gatttgttcc gcttggactc caccatcccc cccttgccct tcagggagga gatctacaga 960 

agttctcgac cccttcgtgt gggatactat gaaactgaca actacaccat gcccactcca 1020. 

gccatgagga gggctgtgat ggagaccaag cagagtctcg aggctgctgg ccacacgctg 1080 

gtccccttct taccaaacaa cataccttari: gccctggagg tcctgtcggc aggtgggctg 1140 

ttcagtgatg gtggctgctc ttttctccaa aacttcaaag gcgactttgt ggatccctgc 1200 

ttgggggacc tggtcttagt gctgaagctg cccaggtggt ttaaaaaact gctgagcttc 1260 

ctgctgaagc ctctgtttcc tcggctggca gcctttctca acagtatgtg tcctcggtca 1320 

gccgaaaagc tgtigggaact gcagcatgag attgagatgt atcgccagtc cgtcattgcc 1380 

cagtggaagg caatgaactt ggacgtggtg ctaaccccca tgctgggtcc tgct'ctggat 1440 

ttgaacacac cgggcagagc cacaggggct atcagctaica ctgttctcta taactgcctg 1500 

gacttccctg cgggggtggt ' gcctgtcacc actgtgaccg ctgaiggacga tgcccagatg 1560 

gaacactaca aaggctactt tggggatatg tgggaicaaca t^ctgaagaa gggcatgaaa 1620 

aagggtatag gcctgcctgt ggctgtgcag tgcgtggctc tgccctggca ggaagagctg ' 1680 

tgtctgcggt tcatgc^ggk ggtggaacgg ctgatgaccc ctgaaaagcg gccatcttga 1740. 



<210> 4 . 

<211> 579 

<212> PRT 

<213> Mouse 

<40b> 4 

Met Val Leu Ser Glu Val Trp Thr Ala Leu. Ser Gly Leu Ser Gly Val 
1 5 . 10 ' 15 



Cys Leu Ala Cys Ser Leu Leu Ser Ala Ala Val Val Leu Arg Trp Thr 
20 25 30 

Arg Ser Gin Thr Ala Arg Gly Ala Val Thr Arg Ala Arg Gin Lys Gin 
35 40 45 

Arg Ala Gly Leu Glu Thr Met Asp Lys Ala Val Gin Arg Phe Arg Leu 
50 55 60 

Gin Asn Pro Asp Leu Asp Ser Glu Ala Leu Leu Ala Leu Pro Leu Leu 
65 70 75 80 

Gin Leu Val Gin Lys Leu Gin Ser Gly Glu Leu Ser Pro Glu Ala Val 
85 90 95 



Leu Phe Thr Tyr Leu Gly Lys Ala Trp Glu Val Asn Lys Gly Thr Asn 
100 105 110 



Cys Val Thr Ser Tyr Leu Thr Asp Cys Glu Thr Gin Leu Ser Gin Ala 
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115 



120 



125 



Pro Arg Gin Gly Leu Leu Tyr Gly Val Pro Val Ser Leu Lys Glu Cys 
130 ' 135 . 140 



Phe Ser Tyr Lys Gly His Ala Ser Thr Leu Gly Leu Ser Leu Asn Glu 
145 - 150 155 160 



Gly Val Thr Ser Glu Ser Asp Cys Val Val Val Gin Val Leu Lys Leu 
165 170 175 



Gin Gly Ala Val Pro Phe- Val His Thr Asn Val Pro Gin Ser Met Leu 
180 • 185 190 . 



Se^ Tyr Asp Cys Ser Asn Pro Leu Phe Gly Gin Thr Met Asn Pro Trp 
195 200 205 



Lys Pro Ser Lys Ser Pro Gly Gly Ser Ser Gly Gly Glu Gly Ala Leu 
210' 215 . 220 . . 



lie Gly Ser Gly Gly Ser Pro Leu Gly Leu Gly Thr Asp lie Gly Gly 
225 230 .235 240 



Ser lie Arg Phe Pro Ser Ala Phe Cys Gly lie Cys Gly Leu Lys Pro 
. 245 ,250 255 . 



Thr Gly Asn Arg Leu Ser Lys Ser Gly Leu Lys Ser Cys Val Tyr Gly 
260 265 270 

Gin Thr Ala Val Gin Leu Ser Val Gly Pro Met Ala Arg Asp Val Asp 
275 280 285 



Ser Leu Ala Leu Cys Met Lys Ala Leu Leu Cys Glu Asp Leu Phe Arg 
290 295 300 



Leu Asp Ser Thr He Pro Pro Leu Pro Phe Arg Glu Glu He Tyr Arg 
305 310 315 320 



Ser Ser Arg Pro Leu Arg Val Gly Tyr Tyr Glu Thr Asp Asn Tyr Thr 
325 330 • 335 



Met Pro Thr .Pro Ala Met Arg Arg Ala Val Met Glu Thr Lys Gin Ser 
' 340 345 350 

Leu Glu Ala Ala Gly His Thr Leu Val Pro Phe Leu Pro Asn Asn He 
355 360 365 

Pro Tyr Ala Leu Glu Val Leu Ser Ala Gly Gly Leu Phe Ser Asp Gly 
370 375 380 

Gly Cys Ser Phe Leu Gin Asn Phe Lys Gly Asp Phe Val Asp Pro Cys 
385 390 395 400 
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Leu Gly Asp Leu .Val Leu VaX Leu Lys Leu Pro Arg Trp Phe Lys Lys 
' "405 410 415 

Leu Leu Ser Phe Leu Leu Lys Pro Leu Phe Pro Arg Leu Ala Ala Phe 
420 425 430 

Leu Asn Ser Met Cys Pro Arg Ser Ala Glu Lys Leu Trp Glu Leu Gin 
435 ' - 440 445 

His Glu lie Glu Met Tyr Arg Gin Ser Val lie Ala Gin Trp Lys Ala 
450 455 460 

.Met Asn Leu Asp Val Val Leu Thr Pro Met Leu Gly Pro Ala Leu Asp 
465 470 ' 475 480 * 

*■ 

Leu Asn Thr Pro Gly Arg Ala Thr Gly Ala lie Ser Tyr Thr Val .Leu 
485 490 495 

tyr Asn Cys Leu Asp Phe Pro Ala Gly Val Val Pro Val Thr Thr Val . .. 

500 • 505 - 510 . ' . ^ . 

Thr Ala Glu: Asp Asp Ala Glh Met Glu His Tyr Lys Gly Tyr Phe Gly 
515 520 . 525 



Asp Met trp Asp Asn- lie Leu Lys Lys Gly Met Lys Lys Gly lie Gly 
530 ' . 535 540 

Leu Pro Val Ala Val Gin Cys Val Ala Leu Pro Trp Gin Glu Glu Leu 
545 550 555 560 

Cys Leu Arg Phe Met Arg Glu Val Glu Arg Leu Met Thr Pro Glu Lys 
565 570 575 

Arg Pro Ser 

<210> 5 
<211> 2472 
<212> DNA 

<213> rattus rattus 

<400> 5 

ggtttgtgcg agccgagttc tctcgggtgg cggtcggctg caggagatca tggtgctgag 60 

cgaagtgtgg 'accacgctgt ctggggtctc cggggtttgc ctagcctgca gcttgttgtc 120 

ggcggcggtg gtcctgcgat ggaccgggcg ccagaaggcc cggggcgcgg cgaccagggc 180 

gcggcagaag cagcgagcca gcctggagac catggacaag gcggtgcagc gcttccggct 240 

gcagaatcct gacctggact cggaggcctt gctgaccctg cccctactcc aactggtaca 300 

gaagttacag agtggagagc tgtccccaga ggctgtgttc tttacttacc tgggaaaggc 360 

ctgggaagtg aacaaaggga ccaactgcgt gacctcctat ctgaccgact gtgagactca 420 

gctgtcccag gccccacggc agggcctgct ctatggtgtc cctgtgagcc tcaaggaatg 480 

cttcagctac aagggccacg actccacact gggcttgagc ctgaatgagg gcatgccatc 540 
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ggaatctgac tgtgtggtgg tgcaagtgtt gaagctgcag ggagctgtgc cctttgtgca 600 

taccaatgtc ccccagtcca tgttaagctt tgactgcagt aaccctctct ttggccagac 660 

catgaaccca tggaagtcct ccaagagccc aggaggttcc tcagggggtg agggggctct 720 

cattggatct ggaggttccc ctctgggttt aggcactgac attggcggca gcatccggtt 780 

cccttctgcc ttctgcggca tctgtggcct caagcctact ggcaaccgcc tcagcaagag 840 

tggcctgaag ggctgtgtct atggacagac ggcagtgcag ctttctcttg gccccatggc 900 

ccgggatgtg gagagcctgg cgctatgcct gaaagctcta ctgtgtgagc acttgttcac 960 

cttggaccct accgtgcctc- ccttgccctt cagagaggag gtctatagaa gttctagacc 1020 

cctgcgtgtg gggtactatg- agactgacaa ctataccatg cccagcccag ctatgaggaig 1080 

ggctctgata gagaccaagc agagacttga ggctgctggc cacacgctga ttcccttctt 1140 ■ 

acccaacaac ataccctacg ccctggaggt cctgtctgcg ggc^cctgt tcagtgacgg 1200 

tggccgcagt tttctccaaa acttcaaagg tgactttgtg gatccctgct tgggagacct 1260 

gatcttaatt ctgaggctgc ccagctggtt taaaagactg ctgagcctcc tgct^aagcc - 1320 

tctgtttcct cggctggcag cc-tttctcaa cagtatgcgt cc^cggtcag ctgaaaag.ct 13610 

gtggaaactg cagcatgaga ttgagatgta tcgccagtct gtgattgccc agtggaaagc 1440 

gatgaacttg gatgtgctgc tgacccccat gttgggccct gctctggatt tgaacacacc- 1500 

gggcagagcc acaggggcta* tcagctacac cgttctctac aactgcctgg acttccctgc 1560 

99999t:ggtg cctgtcacca ctgtgaccgc cgaggacgat gcccagatgg aactctacaa 1620 

aggctacttt ggggatatct gggacatcat cctgaagaag gccatgaaaa atagtgtcgg 1680 

tctgcctgtg gctgtgcagt gcgtggctct gccctggcag gaagagctgt gtctgaggtt 1740 

catgcgggag gtggaacagc tgatgacccc tcaaaagcag ccatcgtgag ggtcgttcat 1800 

ccgccagctc tggaggacct aaggcccatg cgctgtgcac tgtagcccca tgtattcagg 1860 

agccaccacc cacgagggaa cgcccagcac agggaagagg tfgtctacctg ccctcccctg 1920 

gactcctgca gccacaacca agtctggacc ttcctccccg ttatggtcta ctttccatcc 1980 

tgattccctg ctttntatgg cagccagcag gaatgacgtg ggccaaggat caccaacatt 2040 

caaaaacaat gcgtttatct: att^tctggg tatctccatt agggccctgg gaaccagagt 2100 

gctgggaagg ctgtccagac cctccagagc tggctgtaac cacatcactc tcctgctcca 2160 

aagcctccct agttctgtca cccacaagat agacacaggg acatgtcctt ggcacttgac 2220 

tcctgtcctt cctttcttat tcagattgac cccagccttg atggaccctg cccctgcact 2280 

tccttcctca gtccacctct ctgccgacac gcccttttta tggctcctct atttgttgtg 2340 

gagacaaggt ttctctcagt agccctggct gtccaggacc tcactctgta gatgaggctg 2400 

gctttcaact cacaaggctg cctgcctggg tgctgggatt aaaggcgtat gccaccacaa 2460 

agaaaaaaaa aa 2472 



<210> 6 
<211> 579 
<212> PRT 
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<213> rattus rattus 
<400> 6 

Met Val Leu Ser Glu Val Trp Thr Thr Leu Ser Gly Val Ser Gly VaX 
15 10 15 

Cys Leu Ala Cys Ser. Leu Leu Ser Ala Ala Val Val Leu Arg Trp Thr 
20 25 30 • 

Gly Arg Gin Lys Ala Arg Gly Ala Ala Thr Arg Ala Arg Gin Lys Gin 
35 40 45 

Arg Ala Ser Leu Glu Thr Met Asp Lys Ala Val Glh Arg Phe Arg Leu 
50 -. 55 60 • . - 

■ ■ • * 

' Gin Asn Pro Asp Leu Asp Ser' Glu Ala Leu Leu Thr Leii Pro Leu Leu 
65 ' 70 .75 80 * 



Gin Leu Val Gin Lys Iiieu Gin Ser Gly Glu Leu Ser Pro Glu Al^-Val 
85 90 95' . 

Phe P'he Thr.Tyr Leu Gly Lys Ala Trp Glu Val Asn Lys Gly Thr Asn 
100 . - . 105 ^ 110 

Cys- Val Thr Ser Tyr Leu Thr Asp Cys* Glu Thr Gin Leu Ser Gin Ala 
115 .120 • . 125 - 

Pxo Arg Gin Gly Leu Leu Tyr Gly Val Pro Val Ser Leu Lys Glu Cys 
130 • 135 140 



Phe Ser Tyr Lys Gly His Asp Ser Thr Leu GXy Leu Ser Leu Asn Glu 
145 150 155 160 



Gly Met Pro Ser Glu Ser Asp Cys Val Val Val Gin Val Leu Lys Leu 
165 170 175 



Gin Gly Ala Val Pro Phe Val His Thr Asn Val Pro Gin Ser Met Leu 
180 185 190 



Ser Phe Asp Cys Ser Asn Pro Leu Phe Gly Gin Thr Met Asn Pro Trp 
195 200 205 



Lys Ser Ser' Lys Ser Pro Gly Gly Ser Ser Gly Gly Glu Gly Ala Leu 
210 215 220 

lie Gly Ser Gly Gly Ser Pro Leu Gly Leu Gly Thr Asp lie Gly Gly 
225 230 235 240 



Ser He Arg Phe Pro Ser Ala Phe Cys Gly He Cys Gly Leu Lys Pro 
245 250 255 



Thr Gly Asn Arg Leu Ser Lys Ser Gly Leu Lys Gly Cys Val Tyr Gly 
260 265 270 
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Gin Thr Ala ValT Gin Leu Ser Leu Gly Pro Met Ala Arg Asp Val Glu 
275 280 285 



Ser Leu Ala Leu Cys Leu Lys Ala Leu Leu Cys Glu His Leu Phe Thr 
290 295 300 



Leu Asp Pro Thr Val Pro Pro Leu Pro Phe Atg Glu Glu Val Tyr Arg 
305 310 315 320 

* ■ *» • 

Ser Ser Arg Pro Leu Arg Val Gly Tyr Tyr. Glu Thr Asp Asn Tyr Thr 
325 330 335 

Met Pro Ser Pro "Aia^Me^ Arg- Arg A}.a (je.u lie' Glu Thr- Lys Gin Arg 
340 • 345 ' - .35b 

Leu Gl^ Ala Ala Gly His Thr Leu l^g Pro Phe Leu Pro Asn Asn lie 
355 360 365 " . 

Pro Tyr Ala Leu Glu .Val Leu Ser Ala Gly Gly Leu Phe- Ser Asp Gly 
370 " .375 380 



Gly Arg Ser Phe Leu Gin Asn Phe Lys' Gly Asp Phe Val Asp Pro Cys 
385 390 395 ' 400 

■ ■ ' - • . «b 

Leu Gly Asp Leu lie Leu lie Leu Arg Leu Pro Ser Trp Phe Lys Arg 
- 405 410* 415 



Leu Leu Ser Leu Leu Leu Lys Pro Leu Phe Pro Arg Leu Ala Ala Phe 
420 425 430 



Leu Asn Ser Met Arg Pro Arg Ser Ala Glu Lys Leu Trp Lys Leu Gin 
435 440 445 



His Glu He Glu Met Tyr Arg Gin Ser Val He Ala Gin Trp Lys Ala 
450 455 460 



Met Asn Leu Asp Val Leu Leu Thr Pro Met Leu Gly Pro Ala Leu Asp 
465 470 475 480 



Leu Asn Thr Pro Gly Arg Ala Thr Gly Ala He Ser Tyr Thr Val Leu 
485 490 495 

Tyr Asn Cys Leu Asp Phe Pro Ala Gly Val Val Pro Val Thr Thr Val 
500 505 510 



Thr Ala Glu Asp Asp Ala Gin Met Glu Leu Tyr Lys Gly Tyr Phe Gly 
515 520 525 

Asp He Trp Asp He He Leu Lys Lys Ala Met Lys Asn Ser Val Gly 
530 535 540 

Leu Pro Val Ala Val Gin Cys Val Ala Leu Pro Trp Gin Glu Glu Leu 
545 550 555 560 
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Cys Leu Arg Phe Met Arg Glu Val Glu Gin Leu Met Thr Pro Gin Lys 
565 570 575 



Gin Pro Ser 



<210> 7 

<211> 2063 

<212> DNA 

<213> homo sapiens 

<400> 7 . , . - , 

tgccgggcgg taggcagcag caggctgaag ggatcatggt gcagtacgag ctgtgggccg 

cgctgcctg'g . cgcctccgg^' gtcgccctgg cctgctgctt cgtggcggcg gccgtggccc 
tgcgctggtc cgggcgccgg acggcgcggg' gcgcggtggt ccgggcgcga cagaagcagc 
gagcgggcct ggagaacatg gacagggcgg cgcagcgctt ccggctccag aacccagacc' 
tggactcaga ggcgctgcta* gccctgcccc tgcctcagct ggtgcagaa^ ttacacagta 
gagagctggc ccctg.aggcc gtgctcttca cctatgtggg aaaggcctgg gaagtgaaca 
aagggaccaa ctgtgtgacc tcctatctgg ctgactgtga gactcagctg tctcaggccc 
caaggcaggg cctgctctat ggcgtccctg tgagcctcaa ggagtgcttc acctacaagg 
gccaggactc cacgctgggc ttgagcctga atgaaggggt gccggcggag tgcgacagcg 
tagtggtgca tgtgctgaag- ctgcagggtg Ccgtgccctt cgtgcacacc aatgttccac 
agtccatgtt cagctatgac tgcagtaac'c ccctctttgg ccagaccgtg aacccatgga 
agtcctccaa aagcccaggg ggctcctcag ggggtgaagg ggccctcatc gggtctggag 
gctcccccct gggcttaggc actgatatcg gaggcagcat ccgcttcccc tcctccttct 
gcggcatctg cggcctcaag cccacaggga accgcctcag caagagtggc ctgaagggct 
gtgtctatgg acaggaggca gtgcgtctct ccgtgggccc catggcccgg gacgtggaga 
gcctggcact gtgcctgcga gccctgctgt gcgaggacat gttccgcttg gaccccactg 
tgcctccctt gcccttcaga gaagaggtct acaccagctc tcagcccctg cgtgtggggt 
actatgagac tgacaactat accatgccct ccccggccat gaggcgggcc gtgctggaga 
ccaaacagag ccttgaggct gcggggcaca cgctggttcc cttcttgcca agcaacatac 
cccatgctct ggagaccctg tcaacaggtg ggctcttcag tgatggtggc cacaccttcc 
tacagaactt caaaggtgat ttcgtggacc cctgcctggg ggacctggtc tcaattctga 
.agcttcccca atggcttaaa ggactgctgg ccttcctggt gaagcctctg ctgccaaggc 
tgtcagcttt cctcagcaac atgaagtctc gttcggctgg aaaactctgg gaactgcagc 
acgagatcga ggtgtaccgc aaaaccgtga ttgcccagtg gagggcgctg gacctggatg 
tggtgctgac ccccatgctg gcccctgctc tggacttgaa tgccccaggc agggccacag 
gggccgtcag ctacactatg ctgtacaact gcctggactt ccctgcaggg gtggtgcctg 
tcaccacggt gactgctgag gacgaggccc agatggaaca ttacaggggc tactttgggg 
atatctggga caagatgctg cagaagggca tgaagaagag tgtggggctg ccggtggccg 
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tgcagtgtgt 


ggctctgccc 


tggcaagaag agttgtgtct 


gcggttcatg 


cgggaggtga 


1740 


agcgactgat 


gacccctgaa 
• 


aagcagtcat cctgatggct 


ctggctccag 


aggacctaag 


1800 


actcacactc 


tc^gcagccc 


agcctagtca gggcacagct 


gccctgctgc 


cacagcaagg 


1860 


aaatgtcctg 


ca^ggggcag 


aggcttccgt gtcctctccc 


ccaaccccct 


gcaagaagcg 


1920 


ccgactccct 


gagtctggac 


ctccatccct gctctggtcc 


cctctcttcg 


tcctgatccc 


1980 


tccaccccca 


tgtiggcagcc 


catgggtatg acataggcca 


aggcccaact 


aacagtcaag 


2040 


aaacaaaaaa 


aaaaaaaaaa 


aaa 






2063 



<210> 8 • . 

<211> 579 

.<212> PRT - 

<213> homo sapiens ' * 

<400> 8 

Met Val Gin' Tyr Glu Leu Trp Ala Ala Leu Pro Gly Ala Ser Gly Val 

X 5 • .10 . ■ • . . - 15 • - 

Ala Leu Ala Cys Cys Phe Val Ala Ala Ala -Val Ala Leu Arg Trp Ser 
20 25 . 30 

Gly Arg Arg Thr Ala Arg Gly Ala Val Val Arg Ala Arg Gln.Lys Gin 
35 40 45 

Arg Ala Gly Leu Glu Asn Met Asp Arg Ala Ala Gin Arg Phe Arg Leu 

50 . • 55 60 * 

Gin Asn Pro Asp Leu Asp Ser Glu Ala Leu Leu Ala Leu Pro Leu Pro 
65 70 75 80 



Gin Leu Val Gin Lys Leu His Ser Arg Glu Leu Ala Pro Glu Ala Val 
85 90 95 

Leu Phe Thr Tyr Val Gly Lys Ala Trp Glu Val Asn Lys Gly Thr Asn 
100 105 110 

Cys Val Thr Ser Tyr Leu Ala Asp Cys Glu Thr Gin Leu Ser Gin Ala 
115 120 125 

Pro Arg Gin Gly Leu Leu Tyr Gly Val Pro Val Ser Leu Lys Glu Cys 
130 135 140 



Phe Thr Tyr Lys Gly Gin Asp Ser Thr Leu Gly Leu Ser Leu Asn Glu 
145 150 155 160 

Gly Val Pro Ala Glu Cys Asp Ser Val Val Val His Val Leu Lys Leu 
165 170 175 

Gin Gly Ala Val Pro Phe Val His Thr Asn Val Pro Gin Ser Met Phe 
180 185 190 
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Ser Tyr Asp Cys Ser Asn Pro Leu Phe Gly Gin Thr Val Asn Pro Trp 
195 200 205 

hys Ser Ser Lys Ser Pro Gly Gly Ser Ser Gly Gly Glu Gly Ala Leu 
210 215 220 

lie Gly Ser Gly Gly Ser Pro Leu Gly Leu Gly Thr Asp lie Gly Gly 
225 230 235 240 

Ser lie Arg Phe Pro Ser Ser Phe Cys Gly lie Cys Gly Leu Lys Pro . 

245 250 255 

Tl\r Gly Asn Arg Leu Ser Lys. Ser Gly Leu Lys Gly Cys Val Tyr Gly 
260 265 270 . 

Gin Glu Ala Val Arg Leu Ser Val Gly Pro Met Ala Arg Asp Val Glu 
275 280 . 285 . 

Ser Leu Ala Leu Cys Leu Arg' Ala Leti Leu Cys Glu Asp Met Phe Arg 
290 " 295 300 

Leu Asp Pro Thr Val Pro Pro Leu Pro Phe Ar^ Glu Glu Val Tyr Thr . / * • ' 

30S^ ... 310 -315 320 

. Ser Ser Gin Pro Leu Arg Val Gly Tyr Tyr Glu Thr Asp Asn Tyr Thr - ' . ■ " 

325 330 . -335 

Met Pro Ser Pro Ala Met Arg Arg Ala Val Leu Glu Thr Lys Gin Ser 
340 345 350 

Leu Glu Ala Ala Gly His Thr Leu Val Pro Phe Leu Pro Ser Asn lie 
355 360 365 

Pro His Ala Leu Glu Thr Leu Ser Thr Gly Gly Leu Phe Ser Asp Gly 
370 375 380 

Gly His Thr Phe Leu Gin Asn Phe Lys Gly Asp Phe Val Asp Pro Cys 
385 390 395 400 

Leu Gly Asp Leu Val Ser lie Leu Lys Leu Pro Gin Trp Leu Lys Gly 
405 410 415 

Leu Leu Ala- Phe Leu Val Lys Pro Leu Leu Pro Arg Leu Ser Ala Phe 
420 425 430 

Leu Ser Asn Met Lys Ser Arg Ser Ala Gly Lys Leu T3:p Glu Leu Gin 
435 440 445 

His Glu lie Glu Val Tyr Arg Lys Thr Val He Ala Gin Trp Arg Ala 
450 455 460 

Leu Asp Leu Asp Val Val Leu Thr Pro Met Leu Ala Pro Ala Leu Asp 
465 470 475 480 
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Leu Asn Ala Pro Gly Arg Ala Thr Gly Ala Val Ser Tyr Thr Met Leu 
485 490 495 

Tyr Asn Cys Leu Asp Phe Pro Ala Gly Val Val Pro Val Thr Thr Val 
500 505 510 

Thr Ala Glu Asp Glu Ala Gin Met Glu His Tyr Arg Gly Tyr Phe Gly 
515 520 525 

Asp lie Trp Asp Lys Met Leu Gin Lys Gly Met Lys Lys Ser Val Gly 
530 535 540 

Leu* Pro Val Ala Val Gin Cys Val Ala Leu Pro Trp .Gin Glu Glu Leu 
545 550 555 - 560 



Cys lieu Arg Phe Met Arg Glu Val Glu Arg Leu Met Thr Pro Glu Lys 
565 570 575 



Gin Ser Ser 



Page 14. 



